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4 <110> APPLICANT: Lobb, Roy R. 

5 Burkly, Linda C. 

7 <120> TITLE OP INVENTION: TREATMENT FOR ASTHMA 
10 <130> FILE REFERENCE: 10274-003003 

12 <140> CURRENT APPLICATION NUMBER: 09/251, 07 3A 

13 <141> CURRENT FILING DATE: 1999-02-16 

15 <150> PRIOR APPLICATION NUMBER: 08/822,830 

16 <151> PRIOR FILING DATE: 1997-03-21 

18 <150> PRIOR APPLICATION NUMBER: 08/456,193 

19 <151> PRIOR FILING DATE: 1995-05-31 

21 <150> PRIOR APPLICATION NUMBER: 08/374,331 

22 <151> PRIOR FILING DATE: 1995-01-18 

24 <150> PRIOR APPLICATION NUMBER: 08/256,631 

25 <151> PRIOR FILING DATE: 1994-07-12 

27 <150> PRIOR APPLICATION NUMBER: PCT/US93/00030 

28 <151> PRIOR FILING DATE: 1993-01-12 

30 <150> PRIOR APPLICATION NUMBER: 07/821,768 
31 -<151>_ PRIOR FILING DATE :_ 1992 - 01 - 13 
33 <160> NUMBER OF SEQ ID NOS : 16 

35 <170> SOFTWARE: FastSEQ for Windows Version 4.0 

37 <210> SEQ ID NO: 1 

38 <211> LENGTH: 363 

39 <212> TYPE: DNA 

40 <213> ORGANISM: Homo sapiens 
42 <220> FEATURE: 

4 3 <221> NAME/KEY: CDS 

44 <222> LOCATION: (1)...(363) 

46 <400> SEQUENCE: 1 
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103 <210> SEQ ID NO: 3 

104 <211> LENGTH: 318 

105 <212> TYPE: DNA 

106 <213> ORGANISM: Homo sapiens 

108 <220> FEATURE: 

109 <221> NAME/KEY: CDS 

110 <222> LOCATION: (1)...(318) 
112 <400> SEQUENCE: 3 
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283 435 440 445 

285 tgagtgcgg 1347 

287 <210> SEQ ID NO: 6 

288 <211> LENGTH: 24 

289 <212> _TYPE: DNA 

290 <213> ORGANISM: Artificial Sequence 

292 <220> FEATURE: 

293 <223> OTHER INFORMATION: Primer 

295 <400> SEQUENCE: 6 

296 tegtcgacaa aactcacaca tgcc 24 

298 <210> SEQ ID NO: 7 

299 <211> LENGTH: 24 

300 <212> TYPE: DNA 

301 <213> ORGANISM: Artificial Sequence 

303 <220> FEATURE: 

304 <223> OTHER INFORMATION: Primer 

-306 -<400>-SEQUENCE :-7 _ 

307 gtaaatgagt geggcggccg ceaa 24 

309 <210> SEQ ID NO: 8 

310 <211> LENGTH: 115 

311 <212> TYPE: DNA 

312 <213> ORGANISM: Artificial Sequence 
314 <22 0> FEATURE: 

,315 <22 3> OTHER INFORMATION: Primer 

317 <400> SEQUENCE: 8 

318 gcggecgegg tecaaccaec aateteaaag ettggtacee gggaattcag atctgcagca 60 

319 tgetegagct etagatateg attccatgga tceteacatc ccaatccgeg gecgc 115 
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